
GO:0000059
protein import into nucleus, docking

0.000602
2 / 12

GO:0000741
karyogamy
0.006416

2 / 39

GO:0006139
nucleobase−containing compound metabolic process

0.029391
12 / 2236

GO:0006351
transcription, DNA−templated

0.125707
6 / 1119

GO:0006354
DNA−templated transcription, elongation

0.003171
3 / 96

GO:0006461
protein complex assembly

0.016355
5 / 490

GO:0006605
protein targeting

0.161158
4 / 688

GO:0006606
protein import into nucleus

0.044581
2 / 109

GO:0006725
cellular aromatic compound metabolic process

0.054145
13 / 2720

GO:0006807
nitrogen compound metabolic process

0.031686
14 / 2813

GO:0006810
transport
0.047550
11 / 2119

GO:0006811
ion transport

0.419901
3 / 757

GO:0006812
cation transport

0.471993
2 / 508

GO:0006818
hydrogen transport

0.040954
2 / 104

GO:0006886
intracellular protein transport

0.220910
4 / 782

GO:0006913
nucleocytoplasmic transport

0.072106
2 / 143

GO:0006996
organelle organization

0.156543
6 / 1192

GO:0006997
nucleus organization

0.012469
2 / 55

GO:0008104
protein localization

0.301794
4 / 898

GO:0008150
biological_process

1.000000
31 / 10001

GO:0008152
metabolic process

0.701982
19 / 6414

GO:0009058
biosynthetic process

0.539282
12 / 3809

GO:0009059
macromolecule biosynthetic process

0.226182
9 / 2198

GO:0009987
cellular process

0.581934
21 / 6769

GO:0010467
gene expression

0.082762
9 / 1768

GO:0015031
protein transport

0.269737
4 / 853

GO:0015672
monovalent inorganic cation transport

0.114720
2 / 188

GO:0015992
proton transport

0.040954
2 / 104

GO:0016043
cellular component organization

0.080473
10 / 2029

GO:0016070
RNA metabolic process

0.068982
9 / 1707

GO:0016482
cytoplasmic transport

0.209391
3 / 511

GO:0017038
protein import

0.027962
3 / 214

GO:0018130
heterocycle biosynthetic process

0.049682
9 / 1606

GO:0019438
aromatic compound biosynthetic process

0.078989
9 / 1752

GO:0022607
cellular component assembly

0.033183
5 / 589

GO:0032774
RNA biosynthetic process

0.125707
6 / 1119

GO:0033036
macromolecule localization

0.219336
5 / 1047

GO:0033365
protein localization to organelle

0.122728
3 / 396

GO:0034220
ion transmembrane transport

0.054543
2 / 122

GO:0034504
protein localization to nucleus

0.045320
2 / 110

GO:0034613
cellular protein localization

0.230328
4 / 796

GO:0034622
cellular macromolecular complex assembly

0.013860
5 / 470

GO:0034641
cellular nitrogen compound metabolic process

0.032398
13 / 2540

GO:0034645
cellular macromolecule biosynthetic process

0.209239
9 / 2157

GO:0034654
nucleobase−containing compound biosynthetic process

0.050072
8 / 1356

GO:0043170
macromolecule metabolic process

0.146438
16 / 4073

GO:0043623
cellular protein complex assembly

0.009223
5 / 425

GO:0043933
macromolecular complex subunit organization

0.076730
5 / 745

GO:0044085
cellular component biogenesis

0.018639
7 / 906

GO:0044237
cellular metabolic process

0.328147
19 / 5566

GO:0044238
primary metabolic process

0.257554
19 / 5383

GO:0044249
cellular biosynthetic process

0.532145
11 / 3473

GO:0044260
cellular macromolecule metabolic process

0.093346
16 / 3842

GO:0044271
cellular nitrogen compound biosynthetic process

0.043349
9 / 1567

GO:0044699
single−organism process

0.799402
17 / 6056

GO:0044744
protein targeting to nucleus

0.044581
2 / 109

GO:0044763
single−organism cellular process

0.675133
14 / 4765

GO:0044765
single−organism transport

0.051921
10 / 1880

GO:0045184
establishment of protein localization

0.271146
4 / 855

GO:0046483
heterocycle metabolic process

0.031424
13 / 2530

GO:0046907
intracellular transport

0.371699
4 / 994

GO:0048284
organelle fusion

0.006741
2 / 40

GO:0051169
nuclear transport

0.072106
2 / 143

GO:0051170
nuclear import

0.045320
2 / 110

GO:0051179
localization
0.074778
11 / 2278

GO:0051234
establishment of localization

0.054711
11 / 2166

GO:0051641
cellular localization

0.466960
4 / 1125

GO:0051649
establishment of localization in cell

0.433802
4 / 1079

GO:0055085
transmembrane transport

0.051056
4 / 457

GO:0065003
macromolecular complex assembly

0.018703
5 / 507

GO:0070271
protein complex biogenesis

0.016488
5 / 491

GO:0070727
cellular macromolecule localization

0.240542
4 / 811

GO:0071702
organic substance transport

0.188658
6 / 1261

GO:0071704
organic substance metabolic process

0.445982
19 / 5839

GO:0071822
protein complex subunit organization

0.023043
5 / 535

GO:0071840
cellular component organization or biogenesis

0.137879
10 / 2246

GO:0072594
establishment of protein localization to organelle

0.117987
3 / 389

GO:0090304
nucleic acid metabolic process

0.117077
9 / 1896

GO:0097659
nucleic acid−templated transcription

0.125707
6 / 1119

GO:0098655
cation transmembrane transport

0.028922
2 / 86

GO:0098660
inorganic ion transmembrane transport

0.030175
2 / 88

GO:0098662
inorganic cation transmembrane transport

0.028922
2 / 86

GO:1901360
organic cyclic compound metabolic process

0.073781
13 / 2841

GO:1901362
organic cyclic compound biosynthetic process

0.112965
9 / 1882

GO:1901576
organic substance biosynthetic process

0.476337
12 / 3673

GO:1902578
single−organism localization

0.054416
10 / 1895

GO:1902580
single−organism cellular localization

0.161757
4 / 689

GO:1902582
single−organism intracellular transport

0.312614
4 / 913

GO:1902593
single−organism nuclear import

0.044581
2 / 109

GO:1902600
hydrogen ion transmembrane transport

0.006741
2 / 40


