
GO:0003674
molecular_function

1.0000
2638 / 11008

GO:0003676
nucleic acid binding

0.6672
393 / 1667

GO:0003723
RNA binding

1.75e−08
168 / 480

GO:0003735
structural constituent of ribosome

< 1e−20
190 / 314

GO:0003824
catalytic activity

0.7217
1015 / 4287

GO:0004175
endopeptidase activity

0.2197
49 / 184

GO:0004298
threonine−type endopeptidase activity

6.54e−07
16 / 21

GO:0005198
structural molecule activity

< 1e−20
217 / 392

GO:0005488
binding
0.0334

1321 / 5339

GO:0005515
protein binding

3.67e−07
433 / 1483

GO:0008233
peptidase activity

0.2002
78 / 298

GO:0016787
hydrolase activity

0.6834
359 / 1527

GO:0070003
threonine−type peptidase activity

6.54e−07
16 / 21

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.3478
72 / 287

GO:0097159
organic cyclic compound binding

0.2912
843 / 3468

GO:1901363
heterocyclic compound binding

0.2965
841 / 3461


