
GO:0000724
double−strand break repair via homologous recombination

0.00361
4 / 45

GO:0000725
recombinational repair

0.00361
4 / 45

GO:0006139
nucleobase−containing compound metabolic process

0.72616
28 / 2162

GO:0006259
DNA metabolic process

0.02187
12 / 441

GO:0006281
DNA repair

0.02701
6 / 162

GO:0006302
double−strand break repair

0.00249
5 / 67

GO:0006310
DNA recombination

0.00652
7 / 156

GO:0006351
transcription, DNA−templated

0.79245
13 / 1103

GO:0006355
regulation of transcription, DNA−templated

0.69284
13 / 1021

GO:0006725
cellular aromatic compound metabolic process

0.73264
33 / 2535

GO:0006807
nitrogen compound metabolic process

0.85638
32 / 2626

GO:0006950
response to stress

0.58586
28 / 2030

GO:0006974
cellular response to DNA damage stimulus

0.01988
7 / 194

GO:0008150
biological_process

1.00000
144 / 10212

GO:0008152
metabolic process

0.99762
69 / 6040

GO:0009058
biosynthetic process

0.98355
37 / 3424

GO:0009059
macromolecule biosynthetic process

0.95849
22 / 2102

GO:0009889
regulation of biosynthetic process

0.85197
13 / 1166

GO:0009891
positive regulation of biosynthetic process

0.02024
9 / 287

GO:0009893
positive regulation of metabolic process

0.05269
9 / 342

GO:0009987
cellular process

0.97240
80 / 6427

GO:0010467
gene expression

0.90419
18 / 1640

GO:0010468
regulation of gene expression

0.78270
14 / 1171

GO:0010556
regulation of macromolecule biosynthetic process

0.78164
13 / 1093

GO:0010557
positive regulation of macromolecule biosynthetic process

0.00650
9 / 238

GO:0010604
positive regulation of macromolecule metabolic process

0.00822
9 / 247

GO:0010628
positive regulation of gene expression

0.00584
9 / 234

GO:0016070
RNA metabolic process

0.82843
19 / 1604

GO:0018130
heterocycle biosynthetic process

0.94385
15 / 1488

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.69170
14 / 1095

GO:0019222
regulation of metabolic process

0.86451
17 / 1497

GO:0019438
aromatic compound biosynthetic process

0.88479
18 / 1606

GO:0031323
regulation of cellular metabolic process

0.72915
16 / 1275

GO:0031325
positive regulation of cellular metabolic process

0.00953
9 / 253

GO:0031326
regulation of cellular biosynthetic process

0.80896
13 / 1119

GO:0031328
positive regulation of cellular biosynthetic process

0.00742
9 / 243

GO:0032774
RNA biosynthetic process

0.79562
13 / 1106

GO:0033554
cellular response to stress

0.05210
16 / 731

GO:0034641
cellular nitrogen compound metabolic process

0.79369
30 / 2387

GO:0034645
cellular macromolecule biosynthetic process

0.96841
21 / 2066

GO:0034654
nucleobase−containing compound biosynthetic process

0.89716
14 / 1309

GO:0043170
macromolecule metabolic process

0.97164
45 / 3931

GO:0044237
cellular metabolic process

0.99907
54 / 5102

GO:0044238
primary metabolic process

0.99257
58 / 5104

GO:0044249
cellular biosynthetic process

0.98740
33 / 3159

GO:0044260
cellular macromolecule metabolic process

0.96822
42 / 3687

GO:0044271
cellular nitrogen compound biosynthetic process

0.93457
15 / 1464

GO:0044699
single−organism process

0.50292
83 / 5852

GO:0044710
single−organism metabolic process

0.85405
42 / 3361

GO:0044763
single−organism cellular process

0.87380
58 / 4558

GO:0045893
positive regulation of transcription, DNA−templated

0.00380
9 / 219

GO:0045935
positive regulation of nucleobase−containing compound metabo...

0.00466
9 / 226

GO:0046483
heterocycle metabolic process

0.84059
29 / 2377

GO:0048518
positive regulation of biological process

0.08861
12 / 551

GO:0048522
positive regulation of cellular process

0.01328
12 / 411

GO:0050789
regulation of biological process

0.87203
32 / 2653

GO:0050794
regulation of cellular process

0.72933
30 / 2312

GO:0050896
response to stimulus

0.70347
45 / 3371

GO:0051171
regulation of nitrogen compound metabolic process

0.72007
14 / 1117

GO:0051173
positive regulation of nitrogen compound metabolic process

0.00494
9 / 228

GO:0051252
regulation of RNA metabolic process

0.70363
13 / 1029

GO:0051254
positive regulation of RNA metabolic process

0.00380
9 / 219

GO:0051716
cellular response to stimulus

0.28406
25 / 1569

GO:0060255
regulation of macromolecule metabolic process

0.71615
16 / 1264

GO:0065007
biological regulation

0.90909
34 / 2879

GO:0071704
organic substance metabolic process

0.99744
61 / 5471

GO:0080090
regulation of primary metabolic process

0.78710
15 / 1252

GO:0090304
nucleic acid metabolic process

0.56982
26 / 1873

GO:0097659
nucleic acid−templated transcription

0.79245
13 / 1103

GO:1901360
organic cyclic compound metabolic process

0.56338
37 / 2653

GO:1901362
organic cyclic compound biosynthetic process

0.74182
22 / 1735

GO:1901576
organic substance biosynthetic process

0.96748
37 / 3307

GO:1902680
positive regulation of RNA biosynthetic process

0.00380
9 / 219

GO:1903506
regulation of nucleic acid−templated transcription

0.69284
13 / 1021

GO:1903508
positive regulation of nucleic acid−templated transcription

0.00380
9 / 219

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.78164
13 / 1093

GO:2001141
regulation of RNA biosynthetic process

0.69284
13 / 1021


