
GO:0000166
nucleotide binding

0.7176
85 / 1999

GO:0003674
molecular_function

1.0000
541 / 12093

GO:0003676
nucleic acid binding

0.8859
67 / 1698

GO:0003677
DNA binding

0.6971
42 / 1002

GO:0003684
damaged DNA binding

0.0576
3 / 20

GO:0003824
catalytic activity

0.9701
206 / 5064

GO:0005488
binding
0.5388

250 / 5602

GO:0016491
oxidoreductase activity

0.5844
41 / 937

GO:0016740
transferase activity

0.8599
78 / 1933

GO:0016744
transferase activity, transferring aldehyde or ketonic group...

0.0112
3 / 11

GO:0016903
oxidoreductase activity, acting on the aldehyde or oxo group...

0.0104
6 / 42

GO:0036094
small molecule binding

0.6311
89 / 2044

GO:0045735
nutrient reservoir activity

0.0577
5 / 47

GO:0048037
cofactor binding

0.6465
12 / 289

GO:0050661
NADP binding

0.0494
5 / 45

GO:0050662
coenzyme binding

0.2314
12 / 210

GO:0097159
organic cyclic compound binding

0.8202
154 / 3645

GO:1901265
nucleoside phosphate binding

0.7176
85 / 1999

GO:1901363
heterocyclic compound binding

0.8393
153 / 3640


