
GO:0000166
nucleotide binding

0.86366
89 / 1893

GO:0003674
molecular_function

1.00000
637 / 12278

GO:0003676
nucleic acid binding

0.94501
74 / 1673

GO:0003723
RNA binding

0.99432
14 / 476

GO:0003727
single−stranded RNA binding

0.07451
4 / 31

GO:0005215
transporter activity

0.00175
61 / 806

GO:0005488
binding
0.93398

267 / 5491

GO:0008187
poly−pyrimidine tract binding

0.00792
4 / 16

GO:0008266
poly(U) RNA binding

0.00792
4 / 16

GO:0016538
cyclin−dependent protein serine/threonine kinase regulator a...

0.02122
4 / 21

GO:0019207
kinase regulator activity

0.06754
4 / 30

GO:0019887
protein kinase regulator activity

0.04879
4 / 27

GO:0030234
enzyme regulator activity

0.03389
15 / 172

GO:0036094
small molecule binding

0.85314
92 / 1945

GO:0048037
cofactor binding

0.83837
12 / 293

GO:0050661
NADP binding

0.03052
6 / 46

GO:0050662
coenzyme binding

0.56323
11 / 215

GO:0097159
organic cyclic compound binding

0.95376
165 / 3529

GO:0098772
molecular function regulator

0.03840
16 / 190

GO:1901265
nucleoside phosphate binding

0.86366
89 / 1893

GO:1901363
heterocyclic compound binding

0.96044
164 / 3525


