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molecular_function
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GO:0003824
catalytic activity

0.011083
419 / 3333

GO:0004175
endopeptidase activity

0.434081
12 / 96

GO:0004190
aspartic−type endopeptidase activity

0.000475
12 / 36

GO:0005488
binding

0.119411
463 / 3849

GO:0005509
calcium ion binding

8.71e−05
28 / 115

GO:0008233
peptidase activity

0.961708
14 / 179

GO:0016740
transferase activity

0.000371
196 / 1367

GO:0016757
transferase activity, transferring glycosyl groups

0.001567
50 / 285

GO:0016758
transferase activity, transferring hexosyl groups

0.004417
37 / 207

GO:0016762
xyloglucan:xyloglucosyl transferase activity

1.12e−07
13 / 22

GO:0016787
hydrolase activity

0.464283
126 / 1078

GO:0043167
ion binding
0.109014
259 / 2099

GO:0043169
cation binding

0.016626
150 / 1107

GO:0046872
metal ion binding

0.033378
138 / 1034

GO:0070001
aspartic−type peptidase activity

0.000475
12 / 36

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.949820
14 / 174


