
GO:0000166
nucleotide binding

0.032090
278 / 1482

GO:0001882
nucleoside binding

0.010205
206 / 1047

GO:0001883
purine nucleoside binding

0.010855
205 / 1043

GO:0003674
molecular_function

1.000000
1469 / 8607

GO:0003824
catalytic activity

4.69e−10
743 / 3728

GO:0005488
binding

0.053382
713 / 4010

GO:0005524
ATP binding

0.000815
181 / 860

GO:0016740
transferase activity

6.66e−06
291 / 1369

GO:0016757
transferase activity, transferring glycosyl groups

3.27e−05
66 / 241

GO:0016758
transferase activity, transferring hexosyl groups

0.000136
49 / 173

GO:0017076
purine nucleotide binding

0.012251
205 / 1046

GO:0030554
adenyl nucleotide binding

0.004210
189 / 934

GO:0032549
ribonucleoside binding

0.012251
205 / 1046

GO:0032550
purine ribonucleoside binding

0.010855
205 / 1043

GO:0032553
ribonucleotide binding

0.011071
206 / 1049

GO:0032555
purine ribonucleotide binding

0.010855
205 / 1043

GO:0032559
adenyl ribonucleotide binding

0.003641
189 / 931

GO:0035639
purine ribonucleoside triphosphate binding

0.003232
197 / 972

GO:0036094
small molecule binding

0.027226
285 / 1516

GO:0043167
ion binding
0.009306

408 / 2177

GO:0043168
anion binding

0.003298
247 / 1246

GO:0097159
organic cyclic compound binding

0.022188
482 / 2631

GO:0097367
carbohydrate derivative binding

0.013237
207 / 1059

GO:1901265
nucleoside phosphate binding

0.032090
278 / 1482

GO:1901363
heterocyclic compound binding

0.025490
480 / 2625


