
GO:0000166
nucleotide binding

2.95e−05
328 / 1752

GO:0001882
nucleoside binding

6.11e−05
246 / 1279

GO:0001883
purine nucleoside binding

0.000120
243 / 1274

GO:0003674
molecular_function

1.000000
1549 / 10007

GO:0003824
catalytic activity

1.94e−08
758 / 4256

GO:0005488
binding

8.24e−05
800 / 4725

GO:0005524
ATP binding

7.84e−06
218 / 1082

GO:0016740
transferase activity

3.82e−05
297 / 1572

GO:0016772
transferase activity, transferring phosphorus−containing gro...

1.32e−05
161 / 766

GO:0017076
purine nucleotide binding

7.96e−05
245 / 1278

GO:0030554
adenyl nucleotide binding

3.27e−05
226 / 1151

GO:0032549
ribonucleoside binding

7.96e−05
245 / 1278

GO:0032550
purine ribonucleoside binding

0.000120
243 / 1274

GO:0032553
ribonucleotide binding

0.000121
244 / 1280

GO:0032555
purine ribonucleotide binding

0.000127
243 / 1275

GO:0032559
adenyl ribonucleotide binding

5.43e−05
224 / 1148

GO:0035639
purine ribonucleoside triphosphate binding

2.57e−05
237 / 1211

GO:0036094
small molecule binding

1.98e−05
335 / 1786

GO:0043167
ion binding
1.81e−05
469 / 2598

GO:0043168
anion binding

2.17e−05
285 / 1490

GO:0097159
organic cyclic compound binding

7.59e−05
555 / 3167

GO:0097367
carbohydrate derivative binding

7.28e−05
248 / 1294

GO:1901265
nucleoside phosphate binding

2.95e−05
328 / 1752

GO:1901363
heterocyclic compound binding

9.68e−05
553 / 3161


