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peptidyl−prolyl cis−trans isomerase activity
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UDP−glycosyltransferase activity
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213 / 1321
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transferase activity, transferring glycosyl groups
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40 / 222
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transferase activity, transferring hexosyl groups
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cellulose synthase activity
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6 / 17
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cellulose synthase (UDP−forming) activity
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6 / 10
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cis−trans isomerase activity
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11 / 30
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UDP−glucosyltransferase activity
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12 / 37
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glucosyltransferase activity
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12 / 51
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organic cyclic compound binding
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heterocyclic compound binding
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