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peptidyl−prolyl cis−trans isomerase activity

0.001670
11 / 27
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catalytic activity

0.176020
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FK506 binding
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drug binding
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UDP−glycosyltransferase activity
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22 / 86
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transferase activity
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213 / 1321
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transferase activity, transferring glycosyl groups

0.205850
40 / 222
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transferase activity, transferring hexosyl groups
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28 / 143
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cellulose synthase activity

0.040164
6 / 17

GO:0016760
cellulose synthase (UDP−forming) activity

0.001834
6 / 10
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isomerase activity
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18 / 95
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cis−trans isomerase activity

0.004437
11 / 30

GO:0035251
UDP−glucosyltransferase activity

0.009234
12 / 37
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glucosyltransferase activity

0.097521
12 / 51
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organic cyclic compound binding
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heterocyclic compound binding
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