
GO:0001071
nucleic acid binding transcription factor activity

2.92e−05
125 / 664

GO:0003674
molecular_function

1.000000
1122 / 8354

GO:0003700
sequence−specific DNA binding transcription factor activity

4.30e−05
124 / 663

GO:0003824
catalytic activity

0.996544
386 / 3173

GO:0005215
transporter activity

0.117008
89 / 588

GO:0005488
binding

0.746303
481 / 3654

GO:0008509
anion transmembrane transporter activity

0.005514
28 / 128

GO:0008514
organic anion transmembrane transporter activity

0.001507
22 / 85

GO:0015075
ion transmembrane transporter activity

0.077459
49 / 299

GO:0016740
transferase activity

0.977985
135 / 1161

GO:0016757
transferase activity, transferring glycosyl groups

0.025437
39 / 213

GO:0016758
transferase activity, transferring hexosyl groups

0.007815
32 / 155

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.000359
9 / 19

GO:0022857
transmembrane transporter activity

0.050367
75 / 466

GO:0022891
substrate−specific transmembrane transporter activity

0.053866
62 / 379

GO:0022892
substrate−specific transporter activity

0.086204
66 / 418

GO:0046906
tetrapyrrole binding

0.003507
34 / 159

GO:0097159
organic cyclic compound binding

0.985862
280 / 2307

GO:1901363
heterocyclic compound binding

0.987698
279 / 2305


