
GO:0000079
regulation of cyclin−dependent protein serine/threonine kina...

0.030301
3 / 32

GO:0001932
regulation of protein phosphorylation

0.071008
3 / 45

GO:0001933
negative regulation of protein phosphorylation

0.014002
3 / 24

GO:0006464
cellular protein modification process

0.391900
32 / 1414

GO:0006468
protein phosphorylation

0.361183
15 / 626

GO:0006469
negative regulation of protein kinase activity

0.012444
3 / 23

GO:0006793
phosphorus metabolic process

0.647080
26 / 1284

GO:0006796
phosphate−containing compound metabolic process

0.655504
25 / 1241

GO:0007049
cell cycle
0.072915
14 / 426

GO:0008150
biological_process

1.000000
231 / 10809

GO:0008152
metabolic process

0.836058
127 / 6259

GO:0009314
response to radiation

0.119882
18 / 624

GO:0009628
response to abiotic stimulus

0.007788
45 / 1474

GO:0009892
negative regulation of metabolic process

0.025730
15 / 402

GO:0009987
cellular process

0.755959
134 / 6485

GO:0010212
response to ionizing radiation

0.000304
7 / 61

GO:0010332
response to gamma radiation

0.000579
6 / 49

GO:0010563
negative regulation of phosphorus metabolic process

0.014002
3 / 24

GO:0010605
negative regulation of macromolecule metabolic process

0.007030
15 / 344

GO:0016310
phosphorylation

0.293680
19 / 772

GO:0019220
regulation of phosphate metabolic process

0.240729
4 / 117

GO:0019222
regulation of metabolic process

0.248540
41 / 1723

GO:0019538
protein metabolic process

0.718057
45 / 2250

GO:0031323
regulation of cellular metabolic process

0.439264
33 / 1489

GO:0031324
negative regulation of cellular metabolic process

0.073692
10 / 277

GO:0031399
regulation of protein modification process

0.245369
4 / 118

GO:0031400
negative regulation of protein modification process

0.019310
3 / 27

GO:0032268
regulation of cellular protein metabolic process

0.067091
7 / 167

GO:0032269
negative regulation of cellular protein metabolic process

0.002120
5 / 43

GO:0033673
negative regulation of kinase activity

0.012444
3 / 23

GO:0036211
protein modification process

0.391900
32 / 1414

GO:0042325
regulation of phosphorylation

0.078710
3 / 47

GO:0042326
negative regulation of phosphorylation

0.014002
3 / 24

GO:0043086
negative regulation of catalytic activity

0.073529
4 / 74

GO:0043170
macromolecule metabolic process

0.719252
81 / 3965

GO:0043412
macromolecule modification

0.205936
38 / 1554

GO:0043549
regulation of kinase activity

0.063667
3 / 43

GO:0044092
negative regulation of molecular function

0.095039
4 / 81

GO:0044237
cellular metabolic process

0.975908
95 / 5114

GO:0044238
primary metabolic process

0.578870
110 / 5194

GO:0044260
cellular macromolecule metabolic process

0.783566
74 / 3702

GO:0044267
cellular protein metabolic process

0.792643
39 / 2027

GO:0044699
single−organism process

0.370102
129 / 5896

GO:0044763
single−organism cellular process

0.560408
94 / 4429

GO:0045736
negative regulation of cyclin−dependent protein serine/threo...

0.002946
3 / 14

GO:0045786
negative regulation of cell cycle

0.008395
3 / 20

GO:0045859
regulation of protein kinase activity

0.063667
3 / 43

GO:0045936
negative regulation of phosphate metabolic process

0.014002
3 / 24

GO:0048519
negative regulation of biological process

0.061238
22 / 726

GO:0048523
negative regulation of cellular process

0.255655
12 / 450

GO:0050789
regulation of biological process

0.268108
65 / 2829

GO:0050790
regulation of catalytic activity

0.245328
5 / 157

GO:0050794
regulation of cellular process

0.488252
53 / 2452

GO:0050896
response to stimulus

0.045449
87 / 3487

GO:0051174
regulation of phosphorus metabolic process

0.240729
4 / 117

GO:0051246
regulation of protein metabolic process

0.031326
8 / 172

GO:0051248
negative regulation of protein metabolic process

0.002120
5 / 43

GO:0051338
regulation of transferase activity

0.063667
3 / 43

GO:0051348
negative regulation of transferase activity

0.012444
3 / 23

GO:0051726
regulation of cell cycle

0.052866
7 / 158

GO:0060255
regulation of macromolecule metabolic process

0.149413
37 / 1458

GO:0065007
biological regulation

0.164845
73 / 3083

GO:0065009
regulation of molecular function

0.204467
6 / 185

GO:0071704
organic substance metabolic process

0.735552
115 / 5579

GO:0071900
regulation of protein serine/threonine kinase activity

0.056702
3 / 41

GO:0071901
negative regulation of protein serine/threonine kinase activ...

0.010992
3 / 22

GO:0080090
regulation of primary metabolic process

0.163703
37 / 1472


