
GO:0003674
molecular_function

1.0000
655 / 9929

GO:0003824
catalytic activity

0.5956
246 / 3766

GO:0005198
structural molecule activity

0.9921
9 / 263

GO:0005200
structural constituent of cytoskeleton

0.0183
5 / 24

GO:0005215
transporter activity

0.8625
31 / 556

GO:0005488
binding
0.5512

292 / 4443

GO:0005515
protein binding

0.9476
71 / 1269

GO:0008194
UDP−glycosyltransferase activity

0.2112
10 / 113

GO:0008794
arsenate reductase (glutaredoxin) activity

0.0242
3 / 10

GO:0016491
oxidoreductase activity

0.9606
36 / 703

GO:0016740
transferase activity

0.2546
107 / 1526

GO:0016757
transferase activity, transferring glycosyl groups

0.0535
26 / 283

GO:0016758
transferase activity, transferring hexosyl groups

0.2588
16 / 202

GO:0030611
arsenate reductase activity

0.0316
3 / 11

GO:0030613
oxidoreductase activity, acting on phosphorus or arsenic in ...

0.0242
3 / 10

GO:0030614
oxidoreductase activity, acting on phosphorus or arsenic in ...

0.0242
3 / 10

GO:0043621
protein self−association

0.0110
4 / 14

GO:0047262
polygalacturonate 4−alpha−galacturonosyltransferase activity

0.0180
4 / 16

GO:0090484
drug transporter activity

0.0217
5 / 25


