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molecular_function

1.000000
1505 / 10676

GO:0003824
catalytic activity

1.88e−06
731 / 4596

GO:0004312
fatty acid synthase activity

4.47e−05
8 / 12

GO:0005488
binding

0.713969
670 / 4821

GO:0016740
transferase activity

0.001893
262 / 1588

GO:0016746
transferase activity, transferring acyl groups

0.000692
42 / 182

GO:0016747
transferase activity, transferring acyl groups other than am...

0.000401
35 / 140

GO:0016782
transferase activity, transferring sulfur−containing groups

0.000385
10 / 22

GO:0046906
tetrapyrrole binding

0.000517
50 / 224

GO:0097159
organic cyclic compound binding

0.811999
419 / 3071

GO:1901363
heterocyclic compound binding

0.819272
418 / 3067


