
GO:0003674
molecular_function

1.000000
2162 / 10052

GO:0003824
catalytic activity

5.16e−07
1018 / 4267

GO:0005215
transporter activity

0.000385
179 / 666

GO:0005488
binding

0.912069
934 / 4469

GO:0016168
chlorophyll binding

1.14e−05
16 / 26

GO:0016491
oxidoreductase activity

2.36e−10
280 / 940

GO:0022857
transmembrane transporter activity

0.005878
140 / 538

GO:0046906
tetrapyrrole binding

5.78e−05
78 / 242

GO:0097159
organic cyclic compound binding

0.999334
542 / 2791

GO:1901363
heterocyclic compound binding

0.999302
541 / 2785

GO:1901682
sulfur compound transmembrane transporter activity

8.79e−05
10 / 14


