
GO:0000975
regulatory region DNA binding

0.055043
6 / 19

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.002734
6 / 11

GO:0001067
regulatory region nucleic acid binding

0.055043
6 / 19

GO:0001071
nucleic acid binding transcription factor activity

0.000269
109 / 529

GO:0003674
molecular_function

1.000000
1235 / 8177

GO:0003676
nucleic acid binding

0.998736
134 / 1100

GO:0003677
DNA binding

0.846678
89 / 645

GO:0003700
sequence−specific DNA binding transcription factor activity

0.000249
109 / 528

GO:0003824
catalytic activity

0.152542
541 / 3470

GO:0004364
glutathione transferase activity

0.000127
13 / 29

GO:0005488
binding

0.998526
519 / 3750

GO:0016740
transferase activity

0.007941
228 / 1314

GO:0016757
transferase activity, transferring glycosyl groups

0.010812
55 / 270

GO:0016758
transferase activity, transferring hexosyl groups

0.005922
40 / 179

GO:0016762
xyloglucan:xyloglucosyl transferase activity

6.4e−07
14 / 23

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.007511
18 / 66

GO:0043565
sequence−specific DNA binding

0.356108
22 / 133

GO:0044212
transcription regulatory region DNA binding

0.055043
6 / 19

GO:0097159
organic cyclic compound binding

0.998561
319 / 2397

GO:1901363
heterocyclic compound binding

0.998775
318 / 2395


