
GO:0003674
molecular_function

1.000000
1171 / 7603

GO:0003676
nucleic acid binding

0.999990
113 / 1017

GO:0003723
RNA binding

0.326345
47 / 285

GO:0003727
single−stranded RNA binding

8.74e−05
11 / 21

GO:0003824
catalytic activity

2.14e−12
606 / 3228

GO:0005488
binding

0.707285
521 / 3435

GO:0008187
poly−pyrimidine tract binding

1.33e−06
10 / 13

GO:0008266
poly(U) RNA binding

1.33e−06
10 / 13

GO:0016491
oxidoreductase activity

6.16e−06
145 / 674

GO:0016740
transferase activity

0.001875
216 / 1181

GO:0016746
transferase activity, transferring acyl groups

0.000376
33 / 119

GO:0016747
transferase activity, transferring acyl groups other than am...

2.48e−05
31 / 96

GO:0097159
organic cyclic compound binding

0.885225
321 / 2192

GO:1901363
heterocyclic compound binding

0.876687
321 / 2188


