
GO:0003674
molecular_function

1.000000
1232 / 7039

GO:0003676
nucleic acid binding

0.777579
179 / 1070

GO:0003723
RNA binding

0.036550
69 / 322

GO:0003727
single−stranded RNA binding

0.011718
9 / 23

GO:0003824
catalytic activity

7.25e−06
597 / 3016

GO:0004176
ATP−dependent peptidase activity

0.004699
8 / 17

GO:0005488
binding

0.173936
627 / 3494

GO:0008187
poly−pyrimidine tract binding

0.005409
7 / 14

GO:0008233
peptidase activity

0.043116
43 / 191

GO:0008266
poly(U) RNA binding

0.005409
7 / 14

GO:0016462
pyrophosphatase activity

0.436816
61 / 340

GO:0016787
hydrolase activity

0.010474
211 / 1051

GO:0016817
hydrolase activity, acting on acid anhydrides

0.477427
61 / 344

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.446955
61 / 341

GO:0016887
ATPase activity

0.243588
36 / 183

GO:0017111
nucleoside−triphosphatase activity

0.568486
57 / 330

GO:0042623
ATPase activity, coupled

0.032742
32 / 133

GO:0048037
cofactor binding

0.000442
45 / 159

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.083858
40 / 185

GO:0097159
organic cyclic compound binding

0.329988
414 / 2325

GO:1901363
heterocyclic compound binding

0.353093
412 / 2319


