
GO:0001510
RNA methylation

< 1e−20
109 / 171

GO:0006084
acetyl−CoA metabolic process

< 1e−20
64 / 81

GO:0006139
nucleobase−containing compound metabolic process

0.029443
674 / 2725

GO:0006637
acyl−CoA metabolic process

< 1e−20
64 / 84

GO:0006725
cellular aromatic compound metabolic process

0.011857
735 / 2950

GO:0006732
coenzyme metabolic process

3.82e−07
111 / 310

GO:0006790
sulfur compound metabolic process

< 1e−20
182 / 415

GO:0006793
phosphorus metabolic process

1.08e−15
494 / 1568

GO:0006807
nitrogen compound metabolic process

0.001023
798 / 3144

GO:0008150
biological_process

1.000000
2659 / 11375

GO:0008152
metabolic process

5.71e−18
1744 / 6650

GO:0009058
biosynthetic process

< 1e−20
1130 / 3956

GO:0009451
RNA modification

7.40e−14
128 / 301

GO:0009987
cellular process

5.43e−20
1840 / 7026

GO:0016070
RNA metabolic process

0.476731
483 / 2060

GO:0032259
methylation
3.33e−19
194 / 466

GO:0034641
cellular nitrogen compound metabolic process

0.014162
731 / 2939

GO:0035383
thioester metabolic process

< 1e−20
64 / 84

GO:0043170
macromolecule metabolic process

1.26e−05
1149 / 4514

GO:0043412
macromolecule modification

6.20e−05
489 / 1815

GO:0043414
macromolecule methylation

4.39e−20
194 / 459

GO:0044237
cellular metabolic process

1.19e−14
1486 / 5619

GO:0044238
primary metabolic process

2.83e−16
1521 / 5724

GO:0044260
cellular macromolecule metabolic process

0.000342
1070 / 4257

GO:0044281
small molecule metabolic process

< 1e−20
581 / 1702

GO:0044699
single−organism process

3.74e−18
1658 / 6268

GO:0044710
single−organism metabolic process

2.16e−20
1043 / 3624

GO:0044711
single−organism biosynthetic process

< 1e−20
685 / 2011

GO:0046483
heterocycle metabolic process

0.014396
723 / 2906

GO:0051186
cofactor metabolic process

3.15e−07
138 / 403

GO:0071704
organic substance metabolic process

1.31e−19
1617 / 6053

GO:0090304
nucleic acid metabolic process

0.714758
545 / 2374

GO:1901360
organic cyclic compound metabolic process

3.58e−06
819 / 3112


