
GO:0006139
nucleobase−containing compound metabolic process

0.008255
97 / 1952

GO:0006351
transcription, DNA−templated

1.60e−07
83 / 1196

GO:0006355
regulation of transcription, DNA−templated

2.94e−09
83 / 1096

GO:0006725
cellular aromatic compound metabolic process

0.010336
114 / 2366

GO:0006807
nitrogen compound metabolic process

0.010172
116 / 2412

GO:0008150
biological_process

1.000000
393 / 9892

GO:0008152
metabolic process

0.237072
237 / 5780

GO:0009058
biosynthetic process

0.001145
158 / 3254

GO:0009059
macromolecule biosynthetic process

0.002196
102 / 1982

GO:0009889
regulation of biosynthetic process

8.02e−09
89 / 1235

GO:0009987
cellular process

0.587453
239 / 6055

GO:0010467
gene expression

0.000245
87 / 1533

GO:0010468
regulation of gene expression

3.03e−08
85 / 1191

GO:0010556
regulation of macromolecule biosynthetic process

1.46e−08
83 / 1134

GO:0016070
RNA metabolic process

0.000396
87 / 1555

GO:0018130
heterocycle biosynthetic process

9.04e−07
94 / 1470

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

7.20e−09
84 / 1136

GO:0019222
regulation of metabolic process

4.13e−07
100 / 1569

GO:0019438
aromatic compound biosynthetic process

1.15e−06
100 / 1603

GO:0031323
regulation of cellular metabolic process

5.18e−07
89 / 1350

GO:0031326
regulation of cellular biosynthetic process

1.77e−08
84 / 1158

GO:0032774
RNA biosynthetic process

1.60e−07
83 / 1196

GO:0034641
cellular nitrogen compound metabolic process

0.014293
105 / 2179

GO:0034645
cellular macromolecule biosynthetic process

0.000919
102 / 1932

GO:0034654
nucleobase−containing compound biosynthetic process

3.65e−06
83 / 1289

GO:0043170
macromolecule metabolic process

0.415680
144 / 3563

GO:0044237
cellular metabolic process

0.213364
198 / 4777

GO:0044238
primary metabolic process

0.368330
191 / 4713

GO:0044249
cellular biosynthetic process

0.007162
140 / 2956

GO:0044260
cellular macromolecule metabolic process

0.235336
140 / 3345

GO:0044271
cellular nitrogen compound biosynthetic process

1.45e−06
92 / 1444

GO:0046483
heterocycle metabolic process

0.007941
107 / 2182

GO:0050789
regulation of biological process

3.82e−05
141 / 2656

GO:0050794
regulation of cellular process

3.17e−05
127 / 2327

GO:0051171
regulation of nitrogen compound metabolic process

7.78e−09
85 / 1157

GO:0051252
regulation of RNA metabolic process

3.81e−09
83 / 1102

GO:0060255
regulation of macromolecule metabolic process

5.13e−07
86 / 1289

GO:0065007
biological regulation

4.44e−05
151 / 2896

GO:0071704
organic substance metabolic process

0.239070
211 / 5125

GO:0080090
regulation of primary metabolic process

9.01e−08
91 / 1339

GO:0090304
nucleic acid metabolic process

0.002027
92 / 1750

GO:0097659
nucleic acid−templated transcription

1.60e−07
83 / 1196

GO:1901360
organic cyclic compound metabolic process

0.003773
122 / 2481

GO:1901362
organic cyclic compound biosynthetic process

1.03e−07
110 / 1733

GO:1901576
organic substance biosynthetic process

0.000671
155 / 3147

GO:1903506
regulation of nucleic acid−templated transcription

2.94e−09
83 / 1096

GO:2000112
regulation of cellular macromolecule biosynthetic process

1.46e−08
83 / 1134

GO:2001141
regulation of RNA biosynthetic process

2.94e−09
83 / 1096


