
GO:0000975
regulatory region DNA binding

0.01449
4 / 25

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.00212
4 / 15

GO:0001067
regulatory region nucleic acid binding

0.01449
4 / 25

GO:0001071
nucleic acid binding transcription factor activity

8.16e−09
65 / 809

GO:0003674
molecular_function

1.00000
414 / 10738

GO:0003676
nucleic acid binding

0.17384
60 / 1381

GO:0003677
DNA binding

0.00357
51 / 904

GO:0003700
sequence−specific DNA binding transcription factor activity

8.16e−09
65 / 809

GO:0003824
catalytic activity

0.90697
161 / 4500

GO:0005488
binding
0.21229

204 / 5072

GO:0016740
transferase activity

0.21141
73 / 1729

GO:0016757
transferase activity, transferring glycosyl groups

0.30948
14 / 310

GO:0016758
transferase activity, transferring hexosyl groups

0.06470
13 / 211

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.00348
4 / 17

GO:0043565
sequence−specific DNA binding

0.00135
17 / 194

GO:0044212
transcription regulatory region DNA binding

0.01254
4 / 24

GO:0097159
organic cyclic compound binding

0.27249
131 / 3242

GO:1901363
heterocyclic compound binding

0.25998
131 / 3233


