
GO:0000975
regulatory region DNA binding

0.001922
7 / 19

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.000207
7 / 14

GO:0001067
regulatory region nucleic acid binding

0.001922
7 / 19

GO:0001071
nucleic acid binding transcription factor activity

1.29e−10
128 / 724

GO:0003674
molecular_function

1.000000
936 / 9142

GO:0003676
nucleic acid binding

0.636317
131 / 1310

GO:0003677
DNA binding

0.003582
110 / 843

GO:0003700
sequence−specific DNA binding transcription factor activity

1.29e−10
128 / 724

GO:0003824
catalytic activity

0.005705
409 / 3638

GO:0004497
monooxygenase activity

0.001654
15 / 64

GO:0004499
N,N−dimethylaniline monooxygenase activity

2.47e−05
10 / 22

GO:0005488
binding

0.325671
452 / 4346

GO:0016491
oxidoreductase activity

0.000221
102 / 713

GO:0016705
oxidoreductase activity, acting on paired donors, with incor...

0.000225
37 / 199

GO:0016709
oxidoreductase activity, acting on paired donors, with incor...

0.001598
10 / 34

GO:0016740
transferase activity

0.055911
164 / 1432

GO:0016757
transferase activity, transferring glycosyl groups

0.003461
43 / 277

GO:0016758
transferase activity, transferring hexosyl groups

0.001236
33 / 187

GO:0016762
xyloglucan:xyloglucosyl transferase activity

5.18e−06
11 / 23

GO:0043565
sequence−specific DNA binding

0.018064
26 / 166

GO:0044212
transcription regulatory region DNA binding

0.001922
7 / 19

GO:0097159
organic cyclic compound binding

0.511720
281 / 2744

GO:1901363
heterocyclic compound binding

0.487112
281 / 2736


