
GO:0003674
molecular_function

1.000000
1113 / 10369

GO:0003676
nucleic acid binding

0.114394
178 / 1528

GO:0003723
RNA binding

9.44e−05
75 / 456

GO:0003735
structural constituent of ribosome

< 1e−20
103 / 287

GO:0005198
structural molecule activity

< 1e−20
106 / 360

GO:0005215
transporter activity

0.741544
61 / 609

GO:0005488
binding

0.915600
497 / 4827

GO:0005515
protein binding

0.250905
138 / 1218

GO:0008320
protein transmembrane transporter activity

0.000902
12 / 41

GO:0008565
protein transporter activity

0.001875
19 / 87

GO:0015399
primary active transmembrane transporter activity

0.282595
15 / 118

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.271468
15 / 117

GO:0015450
P−P−bond−hydrolysis−driven protein transmembrane transporter...

0.000237
12 / 36

GO:0022804
active transmembrane transporter activity

0.807967
23 / 249

GO:0022857
transmembrane transporter activity

0.798848
44 / 456

GO:0022884
macromolecule transmembrane transporter activity

0.000902
12 / 41

GO:0022891
substrate−specific transmembrane transporter activity

0.460422
41 / 373

GO:0022892
substrate−specific transporter activity

0.400485
49 / 438

GO:0051082
unfolded protein binding

7.45e−06
22 / 75

GO:0097159
organic cyclic compound binding

0.584716
342 / 3211

GO:1901363
heterocyclic compound binding

0.561618
342 / 3203


