
GO:0001871
pattern binding

1.07e−05
9 / 11

GO:0003674
molecular_function

1.00000
2211 / 11795

GO:0003676
nucleic acid binding

0.96141
280 / 1628

GO:0003723
RNA binding

0.05015
85 / 384

GO:0003727
single−stranded RNA binding

0.00398
12 / 29

GO:0003824
catalytic activity

7.43e−07
978 / 4680

GO:0005488
binding
0.01874

1052 / 5375

GO:0008187
poly−pyrimidine tract binding

6.35e−06
11 / 15

GO:0008266
poly(U) RNA binding

6.35e−06
11 / 15

GO:0030246
carbohydrate binding

0.16967
25 / 110

GO:0030247
polysaccharide binding

1.07e−05
9 / 11

GO:0097159
organic cyclic compound binding

0.40853
649 / 3436

GO:1901363
heterocyclic compound binding

0.40220
648 / 3429


