
GO:0003674
molecular_function

1.000000
869 / 9310

GO:0003824
catalytic activity

0.240415
359 / 3737

GO:0005198
structural molecule activity

0.903106
16 / 225

GO:0005199
structural constituent of cell wall

1.16e−05
9 / 18

GO:0005488
binding

0.046496
454 / 4606

GO:0005509
calcium ion binding

0.000993
25 / 139

GO:0016740
transferase activity

0.035589
161 / 1517

GO:0016757
transferase activity, transferring glycosyl groups

0.085194
31 / 258

GO:0016758
transferase activity, transferring hexosyl groups

0.009512
25 / 164

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.001112
7 / 19

GO:0020037
heme binding

0.000747
26 / 144

GO:0043167
ion binding
0.059119
255 / 2517

GO:0043169
cation binding

0.218461
124 / 1244

GO:0046872
metal ion binding

0.133251
119 / 1159

GO:0046906
tetrapyrrole binding

0.002468
27 / 164

GO:0097159
organic cyclic compound binding

0.286559
286 / 2980

GO:1901363
heterocyclic compound binding

0.272131
286 / 2974


