
GO:0000975
regulatory region DNA binding

0.006855
5 / 20

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.005141
4 / 12

GO:0001067
regulatory region nucleic acid binding

0.006855
5 / 20

GO:0003674
molecular_function

1.000000
519 / 8234

GO:0003676
nucleic acid binding

0.877702
59 / 1064

GO:0003677
DNA binding

0.456465
46 / 713

GO:0005215
transporter activity

0.027852
44 / 522

GO:0005484
SNAP receptor activity

0.005417
5 / 19

GO:0005488
binding

0.447099
238 / 3745

GO:0005515
protein binding

0.135451
75 / 1053

GO:0015291
secondary active transmembrane transporter activity

0.000765
19 / 135

GO:0022804
active transmembrane transporter activity

0.005225
24 / 218

GO:0022857
transmembrane transporter activity

0.066075
35 / 428

GO:0043565
sequence−specific DNA binding

0.172772
13 / 154

GO:0044212
transcription regulatory region DNA binding

0.006855
5 / 20

GO:0097159
organic cyclic compound binding

0.743560
144 / 2381

GO:1901363
heterocyclic compound binding

0.759615
143 / 2373


