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nucleic acid binding

0.46892
32 / 1542
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RNA binding

0.81619
6 / 395

GO:0003735
structural constituent of ribosome

0.00723
13 / 296

GO:0003824
catalytic activity

0.91636
78 / 4319

GO:0003954
NADH dehydrogenase activity

0.07816
2 / 23

GO:0005198
structural molecule activity

0.02204
14 / 379

GO:0005215
transporter activity

0.39685
15 / 677

GO:0005488
binding
0.86668
96 / 5122

GO:0008137
NADH dehydrogenase (ubiquinone) activity

0.04544
2 / 17

GO:0015144
carbohydrate transmembrane transporter activity

0.05322
4 / 70

GO:0016491
oxidoreductase activity

0.95318
11 / 828

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.70265
2 / 120

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.06659
2 / 21

GO:0019843
rRNA binding

0.04544
2 / 17

GO:0022857
transmembrane transporter activity

0.28383
13 / 533

GO:0022891
substrate−specific transmembrane transporter activity

0.56856
9 / 452

GO:0022892
substrate−specific transporter activity

0.72361
9 / 516

GO:0050136
NADH dehydrogenase (quinone) activity

0.04544
2 / 17

GO:0051119
sugar transmembrane transporter activity

0.04243
4 / 65

GO:0097159
organic cyclic compound binding

0.47432
68 / 3316

GO:1901363
heterocyclic compound binding

0.46480
68 / 3308

GO:1901476
carbohydrate transporter activity

0.05322
4 / 70


