
GO:0003674

molecular_function

1.0000

250 / 8332

GO:0003824

catalytic activity

0.6321

93 / 3169

GO:0005198

structural molecule activity

0.1116

5 / 85

GO:0005199

structural constituent of cell wall

0.0459

3 / 27

GO:0005215

transporter activity

0.7395

11 / 426

GO:0015399

primary active transmembrane transporter activity

0.0742

5 / 75

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.0742

5 / 75

GO:0016462

pyrophosphatase activity

0.4607

9 / 279

GO:0016491

oxidoreductase activity

0.9201

15 / 678

GO:0016614

oxidoreductase activity, acting on CH−OH group of donors

0.0381

6 / 83

GO:0016740

transferase activity

0.7288

34 / 1231

GO:0016782

transferase activity, transferring sulfur−containing groups

0.0413

2 / 11

GO:0016787

hydrolase activity

0.1857

38 / 1094

GO:0016817

hydrolase activity, acting on acid anhydrides

0.4991

9 / 288

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.4821

9 / 284

GO:0016820

hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.0501

5 / 67

GO:0016887

ATPase activity

0.2794

6 / 147

GO:0017111

nucleoside−triphosphatase activity

0.4392

9 / 274

GO:0022804

active transmembrane transporter activity

0.2074

8 / 189

GO:0022857

transmembrane transporter activity

0.7175

9 / 346

GO:0042623

ATPase activity, coupled

0.2402

5 / 111

GO:0042626

ATPase activity, coupled to transmembrane movement of substa...

0.0475

5 / 66

GO:0043492

ATPase activity, coupled to movement of substances

0.0475

5 / 66


