
GO:0003674
molecular_function

1.0000
193 / 9232

GO:0003774
motor activity

0.0263
3 / 31

GO:0003777
microtubule motor activity

0.0103
3 / 22

GO:0003824
catalytic activity

0.9307
66 / 3606

GO:0005215
transporter activity

0.0997
18 / 622

GO:0005488
binding
0.8528

82 / 4242

GO:0005515
protein binding

0.1906
29 / 1173

GO:0008515
sucrose transmembrane transporter activity

0.0291
2 / 13

GO:0015144
carbohydrate transmembrane transporter activity

0.1495
3 / 64

GO:0015154
disaccharide transmembrane transporter activity

0.0291
2 / 13

GO:0015157
oligosaccharide transmembrane transporter activity

0.0382
2 / 15

GO:0016462
pyrophosphatase activity

0.1725
10 / 339

GO:0016787
hydrolase activity

0.8312
22 / 1244

GO:0016817
hydrolase activity, acting on acid anhydrides

0.1882
10 / 346

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.1769
10 / 341

GO:0017111
nucleoside−triphosphatase activity

0.1575
10 / 332

GO:0022857
transmembrane transporter activity

0.0315
17 / 498

GO:0022891
substrate−specific transmembrane transporter activity

0.0310
15 / 422

GO:0022892
substrate−specific transporter activity

0.0436
16 / 480

GO:0032403
protein complex binding

0.0147
3 / 25

GO:0044877
macromolecular complex binding

0.0260
4 / 54

GO:0051119
sugar transmembrane transporter activity

0.1163
3 / 57

GO:1901476
carbohydrate transporter activity

0.1495
3 / 64


