
GO:0003674
molecular_function

1.00000
220 / 9977

GO:0003824
catalytic activity

0.45409
92 / 4113

GO:0003954
NADH dehydrogenase activity

0.01049
3 / 21

GO:0005215
transporter activity

0.06436
20 / 631

GO:0005488
binding
0.73666

98 / 4632

GO:0015197
peptide transporter activity

0.00479
3 / 16

GO:0015198
oligopeptide transporter activity

0.00322
3 / 14

GO:0016491
oxidoreductase activity

0.74592
15 / 779

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.34328
3 / 94

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.01701
3 / 25

GO:0016853
isomerase activity

0.00176
10 / 150

GO:0022892
substrate−specific transporter activity

0.12561
15 / 491

GO:0050136
NADH dehydrogenase (quinone) activity

0.00914
3 / 20

GO:0051536
iron−sulfur cluster binding

0.11132
3 / 53

GO:0051539
4 iron, 4 sulfur cluster binding

0.00572
3 / 17

GO:0051540
metal cluster binding

0.11132
3 / 53


