
GO:0003674
molecular_function

1.0000
51 / 9312

GO:0003824
catalytic activity

0.0287
27 / 3622

GO:0005215
transporter activity

0.2950
4 / 502

GO:0005351
sugar:proton symporter activity

0.0240
2 / 44

GO:0005402
cation:sugar symporter activity

0.0240
2 / 44

GO:0005488
binding
0.8977

19 / 4196

GO:0008168
methyltransferase activity

0.0222
3 / 110

GO:0008324
cation transmembrane transporter activity

0.0764
3 / 181

GO:0015075
ion transmembrane transporter activity

0.0679
4 / 282

GO:0015144
carbohydrate transmembrane transporter activity

0.0413
2 / 59

GO:0015291
secondary active transmembrane transporter activity

0.1667
2 / 134

GO:0015293
symporter activity

0.0363
2 / 55

GO:0015294
solute:cation symporter activity

0.0351
2 / 54

GO:0015295
solute:proton symporter activity

0.0240
2 / 44

GO:0016740
transferase activity

0.0162
14 / 1405

GO:0016741
transferase activity, transferring one−carbon groups

0.0238
3 / 113

GO:0022804
active transmembrane transporter activity

0.3462
2 / 223

GO:0022857
transmembrane transporter activity

0.1880
4 / 412

GO:0022891
substrate−specific transmembrane transporter activity

0.1041
4 / 328

GO:0022892
substrate−specific transporter activity

0.1375
4 / 364

GO:0030170
pyridoxal phosphate binding

0.0156
2 / 35

GO:0043167
ion binding

0.9164
9 / 2312

GO:0043168
anion binding

0.9712
3 / 1221

GO:0048037
cofactor binding

0.2264
2 / 164

GO:0051119
sugar transmembrane transporter activity

0.0375
2 / 56

GO:0097159
organic cyclic compound binding

0.9219
11 / 2743

GO:1901363
heterocyclic compound binding

0.9204
11 / 2737

GO:1901476
carbohydrate transporter activity

0.0413
2 / 59


