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RNA binding
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catalytic activity
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endopeptidase activity
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aspartic−type endopeptidase activity
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binding
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peptidase activity
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transferase activity
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GO:0016757
transferase activity, transferring glycosyl groups
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transferase activity, transferring hexosyl groups
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2 / 195
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xyloglucan:xyloglucosyl transferase activity

0.00507
2 / 18
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hydrolase activity
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12 / 1441
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rRNA binding
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2 / 12
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aspartic−type peptidase activity

0.01558
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GO:0070011
peptidase activity, acting on L−amino acid peptides

0.46205
2 / 259
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organic cyclic compound binding
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19 / 3061
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molecular function regulator
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heterocyclic compound binding
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