
GO:0001871
pattern binding

0.009418
4 / 11

GO:0003674
molecular_function

1.000000
939 / 11404

GO:0003824
catalytic activity

0.213225
396 / 4664

GO:0005488
binding

0.491559
440 / 5334

GO:0008047
enzyme activator activity

0.000328
8 / 23

GO:0016740
transferase activity

0.033256
169 / 1805

GO:0016746
transferase activity, transferring acyl groups

0.011069
24 / 178

GO:0016747
transferase activity, transferring acyl groups other than am...

0.009098
20 / 138

GO:0016829
lyase activity

0.067207
25 / 222

GO:0016846
carbon−sulfur lyase activity

0.001333
9 / 34

GO:0030170
pyridoxal phosphate binding

0.007916
12 / 67

GO:0030234
enzyme regulator activity

0.206053
16 / 155

GO:0043167
ion binding
0.783434
232 / 2934

GO:0043168
anion binding

0.729879
124 / 1576

GO:0048037
cofactor binding

0.428366
25 / 289

GO:0097159
organic cyclic compound binding

0.769427
272 / 3418

GO:0098772
molecular function regulator

0.394801
16 / 178

GO:1901363
heterocyclic compound binding

0.756236
272 / 3411


