
GO:0001510

RNA methylation

< 1e−20

79 / 170

GO:0006139

nucleobase−containing compound metabolic process

< 1e−20

246 / 2261

GO:0006412

translation

< 1e−20

100 / 429

GO:0006725

cellular aromatic compound metabolic process

< 1e−20

250 / 2494

GO:0006807

nitrogen compound metabolic process

< 1e−20

262 / 2629

GO:0008150

biological_process

1

482 / 8628

GO:0008152

metabolic process

1.43e−16

377 / 5273

GO:0009058

biosynthetic process

< 1e−20

277 / 3170

GO:0009059

macromolecule biosynthetic process

8.46e−14

186 / 2059

GO:0009451

RNA modification

< 1e−20

87 / 299

GO:0009987

cellular process

6.66e−11

376 / 5590

GO:0010467

gene expression

< 1e−20

195 / 1764

GO:0016070

RNA metabolic process

2.43e−20

180 / 1709

GO:0019538

protein metabolic process

6.13e−17

202 / 2164

GO:0032259

methylation

< 1e−20

114 / 448

GO:0034641

cellular nitrogen compound metabolic process

< 1e−20

253 / 2439

GO:0034645

cellular macromolecule biosynthetic process

9.86e−14

182 / 2001

GO:0043170

macromolecule metabolic process

5.17e−19

301 / 3701

GO:0043412

macromolecule modification

2.17e−15

156 / 1547

GO:0043414

macromolecule methylation

< 1e−20

113 / 442

GO:0044237

cellular metabolic process

< 1e−20

357 / 4559

GO:0044238

primary metabolic process

< 1e−20

356 / 4631

GO:0044249

cellular biosynthetic process

< 1e−20

264 / 2931

GO:0044260

cellular macromolecule metabolic process

8.90e−20

291 / 3489

GO:0044267

cellular protein metabolic process

1.35e−18

195 / 1991

GO:0046483

heterocycle metabolic process

< 1e−20

250 / 2424

GO:0071704

organic substance metabolic process

3.67e−19

364 / 4876

GO:0090304

nucleic acid metabolic process

5.56e−20

198 / 1983

GO:1901360

organic cyclic compound metabolic process

< 1e−20

256 / 2597

GO:1901576

organic substance biosynthetic process

< 1e−20

276 / 3079


