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1.00000
632 / 11911

GO:0003824
catalytic activity
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246 / 4808

GO:0004721
phosphoprotein phosphatase activity

0.02476
11 / 106

GO:0004722
protein serine/threonine phosphatase activity

0.01424
10 / 85

GO:0005215
transporter activity

0.06339
50 / 758

GO:0005342
organic acid transmembrane transporter activity
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8 / 58

GO:0008509
anion transmembrane transporter activity
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14 / 144

GO:0008514
organic anion transmembrane transporter activity

0.01538
10 / 86

GO:0015075
ion transmembrane transporter activity

0.23178
25 / 402

GO:0016405
CoA−ligase activity

0.00857
4 / 16

GO:0016787
hydrolase activity

0.58380
86 / 1647

GO:0016788
hydrolase activity, acting on ester bonds

0.42191
27 / 484

GO:0016791
phosphatase activity

0.08629
13 / 161

GO:0016874
ligase activity

0.14311
12 / 160

GO:0016877
ligase activity, forming carbon−sulfur bonds

0.01958
5 / 30

GO:0016878
acid−thiol ligase activity

0.00258
5 / 19

GO:0022857
transmembrane transporter activity

0.10298
39 / 597

GO:0022891
substrate−specific transmembrane transporter activity

0.11609
33 / 501

GO:0022892
substrate−specific transporter activity

0.09764
38 / 577

GO:0042578
phosphoric ester hydrolase activity

0.19077
14 / 203

GO:0046943
carboxylic acid transmembrane transporter activity

0.01103
8 / 58


