
GO:0000166
nucleotide binding

0.479186
73 / 1254

GO:0001882
nucleoside binding

0.772463
45 / 858

GO:0001883
purine nucleoside binding

0.772463
45 / 858

GO:0003674
molecular_function

1.000000
529 / 9187

GO:0003824
catalytic activity

0.644035
198 / 3500

GO:0003924
GTPase activity

0.007228
8 / 50

GO:0005198
structural molecule activity

0.795295
13 / 272

GO:0005199
structural constituent of cell wall

0.000686
6 / 20

GO:0005488
binding

0.050746
252 / 4052

GO:0005525
GTP binding

0.009556
14 / 121

GO:0016462
pyrophosphatase activity

0.199748
20 / 283

GO:0016740
transferase activity

0.894726
69 / 1361

GO:0016757
transferase activity, transferring glycosyl groups

0.125369
21 / 279

GO:0016758
transferase activity, transferring hexosyl groups

0.090099
16 / 193

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.007221
5 / 22

GO:0016787
hydrolase activity

0.197787
75 / 1184

GO:0016817
hydrolase activity, acting on acid anhydrides

0.164231
21 / 290

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.156719
21 / 288

GO:0017076
purine nucleotide binding

0.780274
45 / 861

GO:0017111
nucleoside−triphosphatase activity

0.392961
17 / 271

GO:0019001
guanyl nucleotide binding

0.009556
14 / 121

GO:0032549
ribonucleoside binding

0.772463
45 / 858

GO:0032550
purine ribonucleoside binding

0.772463
45 / 858

GO:0032553
ribonucleotide binding

0.812123
45 / 874

GO:0032555
purine ribonucleotide binding

0.775086
45 / 859

GO:0032561
guanyl ribonucleotide binding

0.009556
14 / 121

GO:0035639
purine ribonucleoside triphosphate binding

0.713004
44 / 819

GO:0036094
small molecule binding

0.549340
74 / 1295

GO:0043167
ion binding
0.665423

119 / 2129

GO:0043168
anion binding

0.641709
58 / 1045

GO:0097159
organic cyclic compound binding

0.265122
151 / 2506

GO:0097367
carbohydrate derivative binding

0.842771
45 / 888

GO:1901265
nucleoside phosphate binding

0.479186
73 / 1254

GO:1901363
heterocyclic compound binding

0.248230
151 / 2497


