
GO:0003674
molecular_function

1.000000
631 / 11462

GO:0003824
catalytic activity

0.034400
290 / 4859

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.022458
20 / 224

GO:0005488
binding

0.133474
323 / 5612

GO:0008483
transaminase activity

0.000380
9 / 42

GO:0015926
glucosidase activity

0.003157
4 / 12

GO:0016740
transferase activity

0.796846
94 / 1834

GO:0016769
transferase activity, transferring nitrogenous groups

0.000380
9 / 42

GO:0016787
hydrolase activity

0.157691
104 / 1721

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.023056
21 / 239

GO:0030170
pyridoxal phosphate binding

5.16e−05
13 / 66

GO:0043167
ion binding
0.159468
185 / 3154

GO:0043168
anion binding

0.565463
100 / 1836

GO:0048037
cofactor binding

0.000479
31 / 298

GO:0097159
organic cyclic compound binding

0.358023
214 / 3803

GO:1901363
heterocyclic compound binding

0.378050
213 / 3796


