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catalytic activity
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binding

0.000461
1239 / 5944
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protein binding

7.58e−05
365 / 1571

GO:0008270
zinc ion binding

0.000163
232 / 960

GO:0016491
oxidoreductase activity

0.006474
228 / 1006

GO:0016874
ligase activity

0.001439
44 / 146

GO:0016879
ligase activity, forming carbon−nitrogen bonds

0.000307
30 / 83

GO:0016881
acid−amino acid ligase activity

0.000202
22 / 53

GO:0030611
arsenate reductase activity

3.46e−06
9 / 10
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ion binding
0.118576
661 / 3254
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cation binding

0.036307
377 / 1779

GO:0046872
metal ion binding

0.012640
365 / 1686

GO:0046914
transition metal ion binding

0.001685
312 / 1379


