
GO:0000166
nucleotide binding

0.179375
129 / 1271

GO:0003674
molecular_function

1.000000
655 / 6945

GO:0003774
motor activity

1.22e−05
18 / 63

GO:0003777
microtubule motor activity

5.46e−07
18 / 52

GO:0003824
catalytic activity

0.032758
317 / 3119

GO:0004364
glutathione transferase activity

0.002410
6 / 16

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.116118
20 / 160

GO:0005488
binding

0.439295
320 / 3368

GO:0016160
amylase activity

0.000104
6 / 10

GO:0016462
pyrophosphatase activity

0.155837
39 / 351

GO:0016740
transferase activity

0.618686
111 / 1202

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.070380
8 / 47

GO:0016787
hydrolase activity

0.143340
115 / 1113

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.066335
23 / 176

GO:0016817
hydrolase activity, acting on acid anhydrides

0.192984
39 / 359

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.169241
39 / 354

GO:0017111
nucleoside−triphosphatase activity

0.092258
39 / 334

GO:0036094
small molecule binding

0.205071
131 / 1301

GO:0048037
cofactor binding

0.024107
25 / 176

GO:0050661
NADP binding

0.006809
7 / 25

GO:0050662
coenzyme binding

0.032795
19 / 129

GO:0097159
organic cyclic compound binding

0.688559
205 / 2228

GO:1901265
nucleoside phosphate binding

0.179375
129 / 1271

GO:1901363
heterocyclic compound binding

0.673782
205 / 2223


