
GO:0000166
nucleotide binding

2.87e−05
339 / 2098

GO:0003674
molecular_function

1.000000
1665 / 12468

GO:0003824
catalytic activity

1.52e−08
767 / 4964

GO:0004175
endopeptidase activity

0.003357
40 / 195

GO:0004222
metalloendopeptidase activity

3.49e−06
17 / 39

GO:0005488
binding

0.003129
859 / 6040

GO:0008233
peptidase activity

0.045589
57 / 343

GO:0008237
metallopeptidase activity

3.38e−05
20 / 58

GO:0016787
hydrolase activity

0.000403
282 / 1769

GO:0017076
purine nucleotide binding

0.000209
246 / 1504

GO:0030554
adenyl nucleotide binding

1.62e−05
231 / 1348

GO:0032553
ribonucleotide binding

0.000390
246 / 1519

GO:0032555
purine ribonucleotide binding

0.000417
243 / 1500

GO:0032559
adenyl ribonucleotide binding

1.62e−05
231 / 1348

GO:0036094
small molecule binding

7.27e−05
343 / 2149

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.033409
56 / 330

GO:0097159
organic cyclic compound binding

0.001898
580 / 3954

GO:0097367
carbohydrate derivative binding

0.000364
249 / 1538

GO:1901265
nucleoside phosphate binding

2.87e−05
339 / 2098

GO:1901363
heterocyclic compound binding

0.001560
580 / 3946


