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sequence−specific DNA binding transcription factor activity
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UDP−glycosyltransferase activity
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transferase activity, transferring acyl groups other than am...
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transferase activity, transferring glycosyl groups
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transferase activity, transferring hexosyl groups
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cellulose synthase activity
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cellulose synthase (UDP−forming) activity
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UDP−glucosyltransferase activity
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glucosyltransferase activity
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