
GO:0003674
molecular_function

1.000000
544 / 8572

GO:0003824
catalytic activity

3.03e−05
281 / 3710

GO:0004175
endopeptidase activity

0.259661
11 / 138

GO:0004252
serine−type endopeptidase activity

0.000996
10 / 50

GO:0005488
binding

0.175821
267 / 4034

GO:0008233
peptidase activity

0.814680
13 / 251

GO:0008236
serine−type peptidase activity

0.039205
10 / 84

GO:0016740
transferase activity

0.000767
120 / 1448

GO:0016787
hydrolase activity

0.144701
90 / 1276

GO:0017171
serine hydrolase activity

0.039205
10 / 84

GO:0020037
heme binding

0.001567
20 / 153

GO:0046906
tetrapyrrole binding

0.001832
21 / 166

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.742091
13 / 236

GO:0097159
organic cyclic compound binding

0.371554
167 / 2571

GO:1901363
heterocyclic compound binding

0.353091
167 / 2563


