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cellular protein modification process
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regulation of protein modification process

0.13581
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regulation of cell proliferation
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macromolecule modification
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single−organism process

0.18890
181 / 6601

GO:0044707
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single−organism transport
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regulation of molecular function
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regulation of protein serine/threonine kinase activity
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regulation of primary metabolic process

0.09793
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single−organism localization
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