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nucleotide binding
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GO:0001882

nucleoside binding
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44 / 968

GO:0001883

purine nucleoside binding
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GO:0003674

molecular_function

1.000000

391 / 10327

GO:0003824

catalytic activity

0.015691

171 / 3964

GO:0003924

GTPase activity

5.53e−05

10 / 58

GO:0004857

enzyme inhibitor activity

0.007919
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GO:0005198

structural molecule activity

0.517607

13 / 338

GO:0005200

structural constituent of cytoskeleton

0.000777

6 / 30

GO:0005488

binding
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187 / 4668

GO:0005525

GTP binding

0.002641

13 / 141

GO:0016462

pyrophosphatase activity

0.186193

16 / 330

GO:0016787

hydrolase activity

0.014557

67 / 1367

GO:0016817

hydrolase activity, acting on acid anhydrides

0.218480

16 / 340

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.205274

16 / 336

GO:0017076

purine nucleotide binding

0.090759

45 / 973

GO:0017111

nucleoside−triphosphatase activity

0.207937

15 / 313

GO:0019001

guanyl nucleotide binding

0.000962

14 / 142

GO:0030234

enzyme regulator activity

0.013967

12 / 154

GO:0032549

ribonucleoside binding

0.114504

44 / 968

GO:0032550

purine ribonucleoside binding

0.113173

44 / 967

GO:0032553

ribonucleotide binding

0.126937

44 / 977

GO:0032555

purine ribonucleotide binding

0.114504

44 / 968

GO:0032561

guanyl ribonucleotide binding

0.002641

13 / 141

GO:0035639

purine ribonucleoside triphosphate binding

0.056791

44 / 914

GO:0036094

small molecule binding

0.038882

68 / 1462

GO:0043167

ion binding

0.186080

98 / 2383

GO:0043168

anion binding

0.297299

49 / 1196

GO:0046910

pectinesterase inhibitor activity

0.000642

6 / 29

GO:0097159

organic cyclic compound binding

0.323998

113 / 2868

GO:0097367

carbohydrate derivative binding

0.143262

44 / 988

GO:0098772

molecular function regulator

0.027979

12 / 170

GO:1901265

nucleoside phosphate binding

0.028535

67 / 1414

GO:1901363

heterocyclic compound binding

0.316165

113 / 2863


