
GO:0000975
regulatory region DNA binding

0.03150
3 / 23

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.00967
3 / 15

GO:0001067
regulatory region nucleic acid binding

0.03150
3 / 23

GO:0003674
molecular_function

1.00000
304 / 9990

GO:0003676
nucleic acid binding

0.18729
50 / 1451

GO:0003677
DNA binding

0.30250
31 / 921

GO:0003824
catalytic activity

0.28944
125 / 3939

GO:0004175
endopeptidase activity

0.02492
9 / 138

GO:0004252
serine−type endopeptidase activity

0.01892
5 / 51

GO:0005215
transporter activity

0.43908
19 / 592

GO:0005488
binding
0.29864

146 / 4633

GO:0008233
peptidase activity

0.12285
11 / 243

GO:0008236
serine−type peptidase activity

0.03848
6 / 82

GO:0009055
electron carrier activity

0.02744
13 / 235

GO:0016787
hydrolase activity

0.76892
38 / 1377

GO:0017171
serine hydrolase activity

0.03848
6 / 82

GO:0043565
sequence−specific DNA binding

0.25170
8 / 197

GO:0044212
transcription regulatory region DNA binding

0.02800
3 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.09920
11 / 233

GO:0097159
organic cyclic compound binding

0.11615
103 / 3057

GO:1901363
heterocyclic compound binding

0.10945
103 / 3048

GO:1901505
carbohydrate derivative transporter activity

0.00740
4 / 26


