
GO:0000166

nucleotide binding

0.33380

59 / 1580

GO:0001882

nucleoside binding

0.20491

46 / 1154

GO:0001883

purine nucleoside binding

0.19976

46 / 1151

GO:0003674

molecular_function

1.00000

362 / 10270

GO:0003824

catalytic activity

0.45659

151 / 4242

GO:0004033

aldo−keto reductase (NADP) activity

0.00580

3 / 11

GO:0005215

transporter activity

0.25267

27 / 667

GO:0005488

binding

0.91331

152 / 4657

GO:0015562

efflux transmembrane transporter activity

0.04624

2 / 10

GO:0016491

oxidoreductase activity

0.25505

35 / 883

GO:0016614

oxidoreductase activity, acting on CH−OH group of donors

0.08032

7 / 106

GO:0016616

oxidoreductase activity, acting on the CH−OH group of donors...

0.04341

7 / 92

GO:0016645

oxidoreductase activity, acting on the CH−NH group of donors

0.04624

2 / 10

GO:0017076

purine nucleotide binding

0.20664

46 / 1155

GO:0022857

transmembrane transporter activity

0.27001

22 / 540

GO:0030554

adenyl nucleotide binding

0.09317

45 / 1048

GO:0032549

ribonucleoside binding

0.20491

46 / 1154

GO:0032550

purine ribonucleoside binding

0.19976

46 / 1151

GO:0032553

ribonucleotide binding

0.22987

46 / 1168

GO:0032555

purine ribonucleotide binding

0.20147

46 / 1152

GO:0032559

adenyl ribonucleotide binding

0.09210

45 / 1047

GO:0036094

small molecule binding

0.35930

60 / 1621

GO:0043167

ion binding

0.31344

95 / 2571

GO:0043168

anion binding

0.16264

56 / 1396

GO:0043531

ADP binding

0.00917

9 / 101

GO:0097159

organic cyclic compound binding

0.40627

106 / 2938

GO:0097367

carbohydrate derivative binding

0.27191

46 / 1190

GO:1901265

nucleoside phosphate binding

0.33380

59 / 1580

GO:1901363

heterocyclic compound binding

0.43607

105 / 2928


