
GO:0000166
nucleotide binding

0.98948
418 / 1377

GO:0000988
protein binding transcription factor activity

0.03021
12 / 22

GO:0000989
transcription factor binding transcription factor activity

0.01188
12 / 20

GO:0003674
molecular_function

1.00000
3229 / 9780

GO:0003824
catalytic activity

0.96641
1172 / 3673

GO:0004497
monooxygenase activity

0.11376
28 / 69

GO:0004499
N,N−dimethylaniline monooxygenase activity

0.00734
11 / 17

GO:0005488
binding
0.99367

1341 / 4234

GO:0010333
terpene synthase activity

0.01056
13 / 22

GO:0016491
oxidoreductase activity

0.20111
244 / 707

GO:0016705
oxidoreductase activity, acting on paired donors, with incor...

0.21416
82 / 230

GO:0016709
oxidoreductase activity, acting on paired donors, with incor...

0.00435
20 / 36

GO:0016829
lyase activity

0.71366
49 / 157

GO:0016835
carbon−oxygen lyase activity

0.35501
24 / 67

GO:0016838
carbon−oxygen lyase activity, acting on phosphates

0.02612
13 / 24

GO:0036094
small molecule binding

0.98673
429 / 1407

GO:0048037
cofactor binding

0.66075
56 / 176

GO:0050661
NADP binding

0.00448
16 / 27

GO:0050662
coenzyme binding

0.32920
42 / 119

GO:0097159
organic cyclic compound binding

0.93739
881 / 2764

GO:1901265
nucleoside phosphate binding

0.98948
418 / 1377

GO:1901363
heterocyclic compound binding

0.93762
879 / 2758


