
GO:0003674
molecular_function

1.000000
652 / 12612

GO:0003824
catalytic activity

0.078873
274 / 4958

GO:0005488
binding

0.049373
306 / 5515

GO:0016168
chlorophyll binding

0.000113
7 / 23

GO:0016491
oxidoreductase activity

0.000378
79 / 1048

GO:0043167
ion binding
0.021500
174 / 2940

GO:0043169
cation binding

0.002269
106 / 1575

GO:0046872
metal ion binding

0.000983
102 / 1468

GO:0046906
tetrapyrrole binding

0.009409
21 / 233

GO:0046914
transition metal ion binding

0.000190
88 / 1171

GO:0097159
organic cyclic compound binding

0.357475
183 / 3453

GO:1901363
heterocyclic compound binding

0.379000
182 / 3446


