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nucleotide binding

0.96260
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GO:0001071
nucleic acid binding transcription factor activity

2.27e−05
68 / 566

GO:0003674
molecular_function

1.00000
474 / 6443

GO:0003700
sequence−specific DNA binding transcription factor activity

2.27e−05
68 / 566

GO:0003824
catalytic activity

0.25835
211 / 2770

GO:0005215
transporter activity

0.41828
31 / 402
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binding
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GO:0015291
secondary active transmembrane transporter activity

0.00944
15 / 105

GO:0016787
hydrolase activity

0.89185
63 / 975

GO:0016788
hydrolase activity, acting on ester bonds

0.51332
22 / 296

GO:0016791
phosphatase activity

0.82320
6 / 109

GO:0019203
carbohydrate phosphatase activity

0.00889
4 / 12

GO:0022804
active transmembrane transporter activity

0.18276
17 / 182

GO:0022857
transmembrane transporter activity

0.16415
28 / 314

GO:0036094
small molecule binding

0.96998
80 / 1292

GO:0042578
phosphoric ester hydrolase activity

0.58668
10 / 140

GO:0048037
cofactor binding

0.01259
19 / 149

GO:0050661
NADP binding

0.00415
6 / 22

GO:0050662
coenzyme binding

0.01315
15 / 109

GO:0097159
organic cyclic compound binding

0.79923
162 / 2310

GO:1901265
nucleoside phosphate binding

0.96260
79 / 1266

GO:1901363
heterocyclic compound binding

0.78673
162 / 2304


