
GO:0000166
nucleotide binding

0.277349
117 / 1707

GO:0003674
molecular_function

1.000000
628 / 9649

GO:0003824
catalytic activity

0.000561
298 / 3971

GO:0004175
endopeptidase activity

0.009400
16 / 129

GO:0004190
aspartic−type endopeptidase activity

0.000584
9 / 38

GO:0005488
binding

0.050286
343 / 4957

GO:0008233
peptidase activity

0.009214
24 / 221

GO:0010181
FMN binding

0.005774
4 / 12

GO:0016491
oxidoreductase activity

0.006112
67 / 761

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.001895
17 / 120

GO:0016787
hydrolase activity

0.126625
95 / 1306

GO:0032553
ribonucleotide binding

0.631539
78 / 1234

GO:0036094
small molecule binding

0.354512
118 / 1753

GO:0043167
ion binding
0.306859
182 / 2705

GO:0043168
anion binding

0.686236
92 / 1472

GO:0048037
cofactor binding

0.040868
22 / 228

GO:0050662
coenzyme binding

0.008647
20 / 173

GO:0070001
aspartic−type peptidase activity

0.000584
9 / 38

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.006998
24 / 216

GO:0097159
organic cyclic compound binding

0.087479
227 / 3241

GO:0097367
carbohydrate derivative binding

0.629790
79 / 1249

GO:1901265
nucleoside phosphate binding

0.277349
117 / 1707

GO:1901363
heterocyclic compound binding

0.091271
226 / 3230


