
GO:0003674
molecular_function

1.00000
107 / 7464

GO:0003824
catalytic activity

0.71257
41 / 3024

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.00860
6 / 124

GO:0005488
binding
0.61844
51 / 3631

GO:0005515
protein binding

0.52132
14 / 963

GO:0016787
hydrolase activity

0.43104
16 / 1046

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.01111
6 / 131

GO:0020037
heme binding

0.00356
7 / 138

GO:0046906
tetrapyrrole binding

0.00370
7 / 139

GO:0051082
unfolded protein binding

0.02784
3 / 46

GO:0097159
organic cyclic compound binding

0.49989
34 / 2341

GO:1901363
heterocyclic compound binding

0.49146
34 / 2334


